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Fig. 1. Neighbor-joining tree of the P1 capsid region based on amino acid similarity matrices. Alignments and trees were 
produced using Clustal Xe and plotted using TreeView 1.5.2 f. 

Fig. 2. Neighbor-joining tree of the combined 2C and 3CD regions based on amino 
acid similarity matrices. 

Fig. 3. Neighbor-joining tree of the 1ABC capsid region based on amino acid similarity matrices 
illustrating the relationship of Ljungan River virus to the genus Parechovirus.

Fig. 4. Neighbor-joining tree of the partial 3D polymerase region based on amino acid similarity matrices illustrating i) the 
relationship of porcine enterovirus type 8 (J.H. Peng, F. Lin and N.J. Knowles, unpublished data) to the entero- and 
rhinovirus genera and ii) the relationship of a sequence obtained from a supposed bovine enteric calicivirus (I.N. Clarke, 
personal communication, 1997) to the newly descibed Aichi virus.

Fig. 5. Schematic diagram showing the genome layout and size of  picornavirus genes. The 
sequences (and lengths) of the shaded 5' UTRs have not yet been determined. 

Abstract : The Seventh Report of the International Committee for the Taxonomy of Viruses (ICTV), to be published next year, will contain a description of the Picornaviridae that, not surprisingly, will be more detailed than in our last report submitted in 1993, and willincorporatetherevised assignmentsandnew 
taxathat havesince been agreed with theICTV. Therewill also bea importantchangein theway theSeventh Reportlists themembers of each genera. To achieveconsistency,theICTV arepromoting theconceptof species as abroadly constituted class of viruses, distinguishable from other species by several 
independentdiagnostic criteria. For example, the7 serotypes of FMDV, each of which is currently listed as aseparate species, would belumped together as onespecies. This may seem likegood sense for FMDV, buttherearetheoretical and practical objections to doing thesame with entero/rhinoviruses, which 
deterred the Study Group in 1994/5 from undertaking such afundamentalrevisionofpicornavirustaxonomy.Wedid,however,begin thetaskofgroupingrelatedserotypesinto"clusters".ThespeciesissuecontinuestobeacontentiousonefortheStudyGroup.However,followingrenewed requeststhisyear 
from theICTV, wehaveagreed acompromise, under which theSeventh Reportwill continueto list serotypes in full, with individual accession numbers and abbreviations, butthey will now begrouped into thenew, subgeneric clusters, these clusters having thestatus of ICTV-approved "species". No existing 
serotype name will change, but superimposed above serotypes will be the new taxonomic level of species, for which we have had to invent several names like Human enterovirus A, Human enterovirus B. In time, we hope the identities of these new species will become familiar and prove useful as a rational form of 
subgenericclassification.FuturetaxonomicquestionsconfrontingtheStudyGroupinclude(i)whether avian encephalomyelitisvirusshould beassigned toitsowngenus,(ii) likewise,equinerhinovirustype2,and(iii)whattodoaboutinfectiousflacherievirus,themostpicornavirus-likeofthesmallRNAviruses 
of insects that have recently been sequenced.

Agenda for Europic '98
1.Agree any amendments to theproposed species listbeforeit is submitted 
for publication in the Seventh Report. 

2. Propose taxonomic assignments, and where necessary genus names, for:

Equine rhinovirus type 2
Avian encephalomyelitis virusb

Aichi virus
Porcine enterovirus type 1 c

Porcine enterovirus type 8
Ljungan River virusd

Figs. 1 – 4 illustrate the genetic relationships involving these, recently 
sequenced, picornaviruses.

Help!
Please giveyour taxonomy Study Group feedback aboutwhat wehave 
done and your suggestions for the future.Ournamesarelistedatthehead of 
this poster.
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Refer also to our ICTV Picornaviridae Study Group web page at:
http://www.iah.bbsrc.ac.uk/virus/Picornaviridae/picornastudygroup/psg.htm

Parechovirus:
Themembers of this new genus, human parechoviruses types 1 and 2,werepreviously named 
echovirus 22 and 23,respectively;thenew name is acontraction of para-echovirus.They are 
highly diverged from allother branches of the Picornaviridae(Fig.1,2) and appear notto 
undergo the usual maturation cleavage in 1AB (Fig 5).

Vilyuisk:
Vilyuisk human encephalomyelitis virus (VHEV), a close relative of Theiler's murine 
encephalomyelitis virus (TMEV), has been transferred to the genus Cardiovirus.

Equine rhinitis A virus (ERAV):
Equinerhinovirus type1 has been renamed,to avoid confusion with human rhinoviruses, and 
assigned to thegenus Aphthovirus on accountof itsmany FMDV-likefeatures (Fig 5).These 
include: acid lability,dual sites of translation initiation,L proteinase, and ultra- short2A. Theclose 
alignmentof their P1 sequences implies that thestructure of the ERAV capsid is distinctively 
FMDV-like, and this further underlines the close relationship between the P1 sequences of  ERAV 
and FMDV shown in Fig. 1.

Species, a new level of classification between serotype and genus:
Why? To conform with new ICTV guidelines, and to complete thewithin-genus system of 
classification previously embarked upon.
The species concept: We shall no longer refer to individual serotypes as "species". Instead,species 
will comprise groups of closely related strains whose members may differ from each other 
antigenically, but are otherwise substantially similar. These broader groupings areactually thesame 
as those that wepreviously called "clusters", butthey arenow to begiven names which will be 
included in the Seventh Report.
Definition: A picornavirus species is a polythetic class ofphylogenetically related strains which 
would normally beexpected to share (i) a limited rangeofhosts and cellular receptors, (ii) a 
significant degree of compatibility in proteolytic processing, encapsidation and genetic 
recombination, and (iii) essentially identical genome maps.
Species list: We haveprepared adraftlistof species, with names and abbreviations, which has the 
blessing of theICTV. Copies areavailable at this poster.[Note that species names, likegenus and 
family names, are capitalised and italicised, as in e.g. "the species Foot- and-mouth disease virus".]

"Insect picornaviruses":
The picorna-like viruses of invertebrates are being moved from the Picornaviridae provisionally 
into a floating genus named "Cricket paralysis-like viruses".

Names and assignments approveda 
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Abbreviations
AEV, avian encephalomyelitis virus
"BCV", bovine calici-like virus
BEV, bovine enterovirus
CV, coxsackievirus
EMCV, encephalomyocarditis virus
ERAV, equine rhinitis A virus
ERV, equine rhinovirus
EV, echovirus or enterovirus
FMDV, foot-and-mouth disease virus
HHAV, human hepatitis A virus
HPeV, human parechovirus
HRV, human rhinovirus
PEV, porcine enterovirus
PV, poliovirus
SHAV, simian hepatitis A virus
TMEV, Theiler's murine encephalomyelitis virus
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